Key indicators: single-crystal X-ray study; T = 150 K; mean (C-C) = 0.002 Å; R factor = 0.035; wR factor = 0.094; data-to-parameter ratio = 19.3.
In the title compound, C 14 H 11 Cl 2 NO, the dihedral angle between the benzene rings is 15.36 (8) . A phenol-imine-type intramolecular O-HÁ Á ÁN hydrogen bond generates an S(5) ring motif. In the crystal, a pair of weak C-HÁ Á ÁO hydrogen bonds form an R 2 1 (7) ring motif involving glide-plane-related molecules. The molecules linked via these interactions form chains along [101] .
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Experimental
D-HÁ Á ÁA D -H HÁ Á ÁA D Á Á ÁA D -HÁ Á ÁA C5-H5Á Á ÁO1 i 0.
2-[(3,4-Dichlorobenzylidene)amino]-4-methylphenol Muhammet Kose, Ilyas Gonul and Vickie McKee Comment
Schiff base condensations yield compounds with wide uses as ligands (Akine et al., 2009; Vigato et al., 2004) . The title compound was prepared as a part of an investigation of the coordination and biological properties of Schiff base ligands.
The title compound adopts E configuration with respect to the imine C=N double bond with a C9-C8-N1-C6 torsion angle = -179.98 (13)°. The azomethine (C8═N1) bond distance is 1.2765 (19) Å and within the normal C═N values. The dihedral angle between the two benzene rings is 15.36 (8)°. There is a phenol-imine type intramolecular hydrogen bond (O1H···N1) in the structure forming a S(5) hydrogen bonding motif. There are two intermolecular weak hydrogen bond type (C5H···O1 and C8H···O1) interactions, resulting in a R 1 2 (7) hydrogen-bonding motif. Molecules are linked via weak hydrogen bonding form hydrogen-bond chains along the ac diagonal ( Fig. 2 , Table 1 ).
There is evidence of π-π stacking in the structure. The C3-C9 section of the molecule is stacked with the C6*-C12* section of an adjacent molecule (* = x + 1, y, z). N1 and C10* are seperated by a distance of 3.302 (2) Å. There is also π-Cl interaction in the structure: Cl2 is stacked with C3** of an adjacent molecule (** = 1/2 -x, 1/2 + y, 3/2 -z) with a distance of 3.407 (2) Å ( Fig. 3) .
Experimental
A solution of 3,4-dichlorobenzaldehyde (0.0.525 g, 3 mmol) in methanol (25 ml) was added to a methanolic solution (20 ml) of 2-amino-4-methylphenol (0.740 g, 6 mmol). The mixture was stirred for two hours at room temperature and left for air evaporation. After two days, yellow crystals suitable for X-ray diffraction study were collected by filtration.
Refinement
H atoms bonded to C were inserted at calculated positions with C-H distances of 0.95 and 0.99 Å for non-saturated and saturated C atoms, respectively, They were refined using a riding model with U iso (H) = 1.2 U eq (C). The H-atom bonded to O1 was taken directly from the difference Fourier map and was refined with a riding model using temperature factors Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Computing details
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) −0.0110 (7) C4 0.0276 (8) 0.0223 (7) 0.0403 (9) −0.0003 (6) 0.0102 (7) −0.0023 (6) C5 0.0247 (7) 0.0237 (7) 0.0299 (8) 0.0007 (6) 0.0016 (6) −0.0017 (6) C6 0.0188 (7) 0.0219 (7) 0.0279 (8) −0.0002 (5) 0.0026 (6) −0.0040 (6) C7 0.0455 (11) 0.0269 (9) 0.0508 (11) −0.0042 (7) 0.0135 (9) 0.0033 (8) C8 0.0206 (7) 0.0239 (7) 0.0258 (7) 0.0006 (5) 0.0007 (5) 0.0012 (6) C9 0.0179 (7) 0.0214 (7) 0.0252 (7) 0.0024 (5) −0.0003 (5) −0.0003 (5) C10 0.0219 (7) 0.0239 (7) 0.0237 (7) 0.0016 (5) −0.0018 (5) −0.0020 (6) C11 0.0234 (7) 0.0228 (7) 0.0246 (7) 0.0037 (6) 0.0037 (6) 0.0027 (6) C12 0.0187 (7) 0.0199 (7) 0.0311 (8) 0.0011 (5) 0.0003 (6) −0.0012 (6) C13 0.0228 (7) 0.0260 (7) 0.0241 (7) 0.0015 (6) −0.0031 (6) −0.0027 (6) C14 0.0219 (7) 0.0260 (7) 0.0234 (7) 0.0017 (6) −0.0014 (5) 0.0020 (6) Geometric parameters (Å, º) 
